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PAXgene Blood ccfDNA stabilization reagent helps prevent release :
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Results

ccfRNA yield in plasma after blood storage in EDTA and PAXgene Blood ccfDNA tubes
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C, values of qPCR analysis of miR150, let7a and miR451 micro RNAs, ACTB mRNA and 18S rDNA (ccfDNA) in PAXgene and EDTA plasma, generated directly after blood collection (test time point = TTP0) and extracted using the indicated kit. Calculated fold change (relative to TTPO) of gPCR analysis of miR150, let7a, miR451 micro RNAs and ACTB mRNA of PAXgene and EDTA plasma, generated after 1, 3 or 6 days of whole blood storage. RNA was extracted using the indicated kit.
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Conclusions

*The PAXgene Blood ccfDNA Tube is For Research Use Only in the US. Not for use in diagnostic procedures. = : ! .
**Babayan et al. 2020 (Poster shown at AACR Meeting: Advances in Liquid Biopsies, Miami, FL) * The non-crosslinking technology of the PAXgene Blood ccfDNA Tube* enables the isolation and analyses of cell-free miRNA, mRNA, ccfDNA and cellular gDNA.

'For up-to-date licensing information and product-specific disclaimers, see the respective QIAGEN or PreAnalytiX handbook or user manual. QIAGEN and PreAnalytiX handbooks and user manuals are available ° Along with recent data on CTC enrichment and detection**, RNA data from this study show that the PAXgene Blood ccfDNA Tube* can be used as part of a multimodal workflow in quuid biopsy research.
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* Other blood collection tubes for ccfDNA stabilization showed impaired analysis efficiency after whole blood storage for the tested miRNA targets and gDNA.
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